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Purpose: Chondrocytes in tissue are isolated in small cavities called
lacunae.We have recently found that articular chondrocytes fromhuman
adults and young Sus scrofa contain long cytoplasmic arms that cross the
extracellular matrix and physically connect two chondrocytes located in
distant lacuna. Besides, we have also demonstrated that primary chon-
drocytes from adults are able to communicate with each other via gap
junctions (GJ) as evidenced by the intercellular transfer of tracer dyes.
Methods: For immunohistochemistry assays, in situ cartilage was
immediately frozen using Tissue-Tek O.C.T. and isopentanol in liquid
nitrogen. Samples were ﬁxed with acetone for optical microscopy
assays. For Scanning Electron Microscope, samples were embedded in
cacodylate buffer before dehydratation. In situ electroporationwas used
for the study of gap junctional communication (InSitu Porator Cell
Projects Ltd). Dual Voltage-clamp methods and whole-cell/perforated
patch experiments along with the study of glucose and oligonucleotides
transferencewere carried out in the laboratory of Peter Brink and Virgin
Valiunas. Transwell co-culture system (Transwell with 3.0mm Pore)
and mass spectrometry were used for the identiﬁcation and quantiﬁ-
cation of transjuctional amino acids. Primary chondrocytes were
previously cultured in SILAC Dulbecco's Modiﬁed Eagle's Medium
containing 73mg/mL of L-lisina [13C6] and/or 28mg/mL of L-arginina
[13C6,
15N4]. Prior to LC analysis amino acids were derivatized using the
tEZ: faastTM kit. Detection of analytes was performed with a Thermo
Scientiﬁc LTQ-Orbitrap Discovery working in ESI+ mode and full scan
(250-400 amu) acquisition at a resolution (FWHM) of 30,000.
Results: Electrophysiology experiments and “metabolic capture” assays
reveal that the cytoplasmicprojections containGJwhichplayametabolic
function by exchanging nutrients including glucose and essential amino
acids between cells. Microinjection of the ﬂuorescent glucose derivative
2-NBDG showed a progressive ﬂuorescence intensity increase in the
contacted recipient cells during 22 and 35minutes after dye injection. In
situ electroporation (10pulses of 20V) of donor cells conﬁrmed that adult
chondrocytes efﬁciently exchange glucose between adjacent cells (18-20
cells deep). When cells were pre-incubated for 1 hour with 250mg/ml of
the GJ inhibitor GAP27, the transference of glucosewas severely reduced
(1-2 cells deep). For Transwell co-culture system, donors previously
cultured in “heavy medium” were allowed to settle for 4 hours, time
enough to form cell projections, on the membrane right side up con-
taining receivers. Mass spectrometry analysis revealed the transference
of 3,5 pmol/ml of [13C6]-L-lysina and 3 pmol/ml of [
13C6,
15N4]-L-arginina
(cell lysate from receivers). No signals were observed in receiver control
that was not in contactwith donors. The results were conﬁrmed using in
situ electroporation and ﬂuorescent labelled amino acids.
Conclusions: The results here presented demonstrated that chon-
drocytes from human adult cartilage are physically connected to each
other forming a three-dimensional cellular network, and are able to
transfer nutrients such as glucose and essential amino acids through GJ
channels. These results shed new light on the structural organization of
cartilage, chondrocytes metabolism, and cell signalling.22
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Purpose: Blockade of syndecan-4 (Sdc4) signaling protects mice from
cartilage degradation in experimentally induced osteoarthritis (OA).
Cartilage damage results in hypertrophic differentiation of chondrocytes
and matrix remodeling. These changes in chondrocyte phenotype are
induced by various signaling pathways including the WNT signalingpathway. Here, we hypothesized that Sdc4 controls the chondrocyte
phenotype by speciﬁc modulation of WNT signaling pathways.
Methods: In vitro analyses were performed using neonatal wild type
(wt) and Sdc4-/- chondrocytes, or a blocking Sdc4 antibody on wt
chondrocytes. The inﬂuence of (100 ng/ ml) WNT3a on glycosamino-
glycan (GAG) production was analyzed using alcian blue staining of
micromass cultures. The expression of chondrocyte marker genes
(aggrecan, collagen 2, MMP13) was measured by quantitative RT-PCR.
The effects of WNT3a on canonical and noncanonical WNT signaling
were analyzed using Western Blot detection of ß-catenin, pLRP-6,
pCamKII and pJNK and a TCF/LEF reporter assay. To investigate the in
vivo relevance of the investigated pathways induction of OA in wt and
Sdc4-/- mice was performed using the DMMmodel and stainings for ß-
catenin and pCamKII were performed.
Results: Micromass cultures revealed a higher basal GAG production by
Sdc4-/- than wt chondrocytes. Furthermore, WNT3a stimulation led to
a decrease in GAG production in wt, which was absent in Sdc4-/- chon-
drocytes. These ﬁndings were corroborated by a 10x higher basal
production of aggrecan and collagen 2 in Sdc4-/- compared to wt chon-
drocytes. The expression of both genes was 10 fold increased by stimu-
lationwithWNT3a,whereasWNT3a led to a decrease in the expression of
both genes in wt chondrocytes. Inverse results were found for the
hypertrophic marker MMP13, which was signiﬁcantly less expressed in
Sdc4-/- chondrocytes andwas not upregulated uponWNT3a stimulation,
like inwt chondrocytes.Westernblot analyses of canonicalWNTsignaling
showed that ß-catenin is strongly reduced and not upregulated upon
stimulation with WNT3a in Sdc4-/- chondrocytes. Conﬁrming these
ﬁndingswe also found less phosphorylation of LRP6 and less activation of
the TCF/Lef reporter upon WNT3a stimulation in Sdc4-/- chondrocytes.
Noncanonical WNT signaling was increased in Sdc4-/- under basal
conditions, but decreased uponWNT3a stimulation in Sdc4-/-. The same
effects on canonical and noncanonical WNT signaling upon WNT stimu-
lationwere obtained by using a blocking Sdc-4 antibody. In vivo analyses
of canonicalWNT signaling conﬁrmed the decreased basal activation and
the missing increase after induction of OA in Sdc4-/- mice.
Conclusions:We conclude from our data that Sdc4 is a major regulator
of cellular response to WNT signals through inhibition of induction of
the canonical WNT signaling pathway. Therefore, we suggest that the
blockade of Sdc-4 protects from OA induced changes in chondrocyte
phenotype by inhibiting WNT induced differentiation of chondrocytes.23
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Purpose: The production of ELR+ CXC chemokines is widely studied in
arthritis and is postulated to contribute to the inﬂammatory phenomena
that lead to cartilage breakdown and arthritis pathology. However,
healthy articular chondrocytes also express their own chemokine
receptors and ligands. The function of CXC chemokine receptors in these
cells is puzzling because chondrocytes are encased in a dense extracel-
lular matrix and are not known to migrate in vivo. This study aims to
identify the function of this signaling mechanism in articular cartilage.
Methods: Adult human articular chondrocytes, wild type and CXCR2-/-
costal chondrocytes were expanded in monolayer culture under stan-
dard conditions. CXCR1 and CXCR2 expression was conﬁrmed using
semiquantitative reverse transcription polymerase chain reaction (RT-
PCR), Western blot and immunohistochemistry. Chemokine receptors
and ligands were detected in full thickness human articular cartilage
from healthy and osteoarthritis (OA) patients and in mouse articular
cartilage using immunohistochemistry. CXCR1/2 signaling was blocked
at speciﬁc receptor level using validated blocking antibodies and siRNA
in human cells. Chondrocyte phenotypic gene expression was assessed
using real time RT-PCR. The content of highly sulphated proteoglycans
in chondrocyte micromasses was analysed using Alcian blue staining
and spectrophotometric quantiﬁcation normalised for total protein
content. AKT phosphorylation was assessed by Western blot, and was
further upregulated in mouse costal chondrocytes using a constitutively
active AKT expressing plasmid. Surgical destabilization of the medial
meniscus (DMM) was used to induce instability into the left knees of 8
week old CXCR2-/- mice and wild type BALB/C controls (N ¼ 10 per
